For the Record We have generated a local STR database for the predominant
population groups represented in Connecticut. DNA was extracted
from known blood samples from at least 175 unrelated African-
American, Caucasian, and Hispanic individualsusing the QIAGEN

Allele Frequencies for the CODIS Core STR Loci in QIAamp blood kit (1). DNA typing was performed using 1 to 2 ng
Connecticut Populations* of genomic DNA (25 p.L reaction volume) and automated fluores-
cent detection according to the manufacturer’ s protocol (2). Statis-
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TABLE 1—Observed allele frequencies (%) in the African-American population (182 individuals).

Allele D3S1358 VWA FGA D8S1179 D21S11 D18S51 D5S818 D13S317 D7S820  THO1 TPOX  CSF1IPO  D16S539
5 0.549 0.275
6 11.264 6.868 0.275
7 0.275 0.275 36.264 1.374 4121
8 6.319 2.473 21.978 22253  38.736 7.418 3.846
9 0.549 2.747 2.198 12912 17.857 19.78 3.022 21.429
9.3 10.714
10 3.297 0.824 5.495 3571 33.516 1.099 7.692 26.099 14.56
11 0.549 5.22 0.549 22.802 30.22 20.055 22.802 23.352 26.923
<12 0.275
12 0.549 0.275 12.912 9.89 35.714 44.231 8.791 2.747 27.747 19.231
13 0.275 1.648 18.132 3571 25 13.187 1.923 7.143 10.989
13.2 0.275
14 9.615 4.945 31.044 5.22 1.374 3.846 0.549 0.549 2.473
15 28.846 20.604 21.703 18.681 0.275 0.275 0.275 0.275
16 35.165 25.275 6.868 17.033
17 20.33 17.857 0.275 0.275 14.286
17.2 0.275
18 4.67 17.308 0.549 13.736
18.2 1.374
19 0.275 7.418 6.593 8.516
19.2 0.549
20 3.022 4.396 3571
21 0.824  11.813 1.923
21.2 0.549
22 0.275 16.209 1.374
222 0.549
23 18.956
24 20.604
25 9.066
26 3.846
27 3571 6.593
28 0.275 24.725
29 0.275 19.231
29.2 0.275
30 16.484
>30 0.824
30.2 1.099
31 9.615
31.2 4.396
(continues)
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TABLE 1—Continued.
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Allele D3S1358 VWA FGA D8S1179 D21S11 D18S51 D5S818 D13S317 D7S820 THOL  TPOX  CSFIPO  D16S539

32 3.297

322 6.044

33 0.275

33.1 0.275

33.2 2.473

34 0.824

34.2 0.549

35 3.846
Obs. Homozygosity 26.9 126 12.1 18.1 9.3 121 24.7 35.7 24.7 24.7 22 23.1 20.9
Exp. Homozygosity 25.8 175 134 19.9 14.6 124 24.8 30.6 224 235 251 21.1 18.9
Homozygosity test* 0.721 0.083 0.607 0.542 0.046 0.905 0.983 0.137 0.442 0.7 0.336 0.507 0.485
Exact test* 0.148 0.267 0.235 0.868 0.764 0.882 0.255 0.214 0.523 0.95 0.405 0.72 0.922
* These values are probability values.

TABLE 2—Observed allele frequencies (%) in the Caucasian population (179 individuals).

Allele D3S1358 VWA FGA D8S1179 D21S11 D18S51 D5S818 D13S317 D7S820 THOL  TPOX  CSFIPO  D16S539

6 21.229

7 0.559 1676  16.76 0.559 0.279

8 2.793 0.279 8.939 15922 11732 51117 0.838 1.397

9 1.676 4.749 8.38 16201 16201  12.011 2,514 13.687

9.3 33.24

10 8.659 1.117 5.587 6.425 26.257 0.838 6.145 26.536 5.307

11 10.056 0.838 35.754 3324 21.508 26.257 35754 28.771

<12 0.279

12 0.279 12.291 13.966 37.151 29.888 16.48 3911  25.698 26.816

13 1117 3352 14.246 13.687 9.777 1.955 6.983 22.346

14 8.939 10.056 19.553 15.084 1.955 3.352 1117 1.676

15 29.888 12,57 8.38 16.201 0.279 0.279

16 24.581 21.788 2.793 12.57

17 20.67 25.14 10.894

18 13.687 22.626 1.676 0.279 6.425

19 0.559 6.704 6.704 5.028

20 1117 14525 2.235

20.2 0.279

21 18.715 1117

21.2 0.279

22 18.156

22.2 0.559

23 15.642 0.279

23.2 0.559

24 12,011

25 6.425

25.2 0.279

26 3.631 0.279

27 0.559 1.676

28 0.279 13.687

29 24.302

30 26.257

30.2 1117

31 6.704

31.2 12,57

32 0.838

322 10.335

33.2 1.955
Obs. Homozygosity 20.7 14 123 21.2 184 12.3 30.2 229 17.9 21.2 335 19.6 26.8
Exp. Homozygosity 21.7 19 13.6 19 17.6 12.1 28.8 22.7 19.2 222 34.8 26.8 224
Homozygosity test* 0.734 0.085 0.612 0.445 0.777 0.954 0.695 0.96 0.644 0.765 0.715 0.029 0.161
Exact test* 0.936 0.482 0.745 0.475 0.714 0.343 0.694 0.563 0.749 0.163 0.26 0.145 0.157

* These values are probability values.
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TABLE 3—Observed allele frequencies (%) in the Hispanic population (187 individuals).

Allele D3S1358 VWA FGA D8S1179 D21S11 D18S51 D5S818  D13S317 D7S820 THO1 TPOX  CSFIPO  D16S539

6 24.559 0.535
<7 0.267
7 5.615 1.07 24.332 0.535 0.267
<8 0.267
8 0.802 2.941 8.556 13.904 14439  40.642 1.07 1.872
9 0.535 4.278 9.358 9.893 16.043  16.043 1.604 19.519
9.3 20.053
10 9.091 0.267 5.615 5.882 32.086 0.535 5.882 25.668 9.358
11 6.417 1.604 33.69 25.401 24.332 27.005 30.749 26.203
111 0.267
<12 0.535
12 14.439 4.813 33.155 29.947 13.636 9.091 34.759 24.599
13 1.07 23.529 11.765 13.904 13.636 4.813 5.08 16.31
>13 0.267
13.2 0.267
14 6.15 6.684 24.332 15.775 0.535 6.952 0.267 0.535 2.139
15 31.551 14.439 18.182 17.914
16 27.807 28.075 2.406 13.904
17 16.845 25.401 0.267 12.834
18 15.775 12.834 1.07 9.091
18.2 0.267
19 1.07 9.626 8.556 5.348
>19 0.267
19.2 0.535
20 1872 10.963 2.674
21 12.299 0.535
22 16.043 1.872
23 13.369 0.802
23.2 0.267
24 13.102 0.535
25 10.963
26 6.952
27 4.011 2.406
28 0.267 12.834
29 0.267 20.588
30 0.535 22.995
>30 0.535
30.2 4.545
31 5.615
31.2 14.439
32 0.535
32.2 9.626
33 0.267
331 0.535
33.2 3.743
34.2 1.07
35 0.535
37 0.267
Obs. Homozygosity 25.7 155 112 19.8 18.2 118 26.2 21.4 225 24.6 31.6 33.2 19.3
Exp. Homozygosity 232 193 11.2 17.9 14.7 119 25 19.5 21 204 274 28.2 20.1
Homozygosity test* 0.424 0.192 0.974 0.509 0.178 0.949 0.699 0.515 0.626 0.159 0.2 0.135 0.764
Exact test* 0.521 0.749 0.447 .005** 0.123 0.848 0.964 0.384 .037** 0.128 0.404 0.634 0.801

* These values are probability values.
** Departure from Hardy-Weinberg equilibrium.



